
 
 
Juan Uriagereka 
University of Maryland 
 
Why knots, finches and more: Extending our data base 

 
One immediate consequence of embracing the ‘biolinguistics’ project is that the data-base of what 
constitutes evidence for the language faculty can be significantly expanded. The present talk provides two 
apparently unrelated examples (one from archeology and another one from neurobiology) which, when 
looked at a level of abstraction that only linguistic science can provide, end up significantly related, in 
terms of notions that use evidence from neurolinguistics and computational linguistics –in particular the 
role of memory in the well-known formal characteristics of grammars referred to as the Chomsky 
Hierarchy. The presupposed dynamic collegiality is central in the development of a new synthesis in 
linguistics, which stems from the Minimalist program seen from the Evo-Devo perspective in biology. 
This discipline is still crucially informed by the traditional findings of linguistics, but now these can be 
seen to affect subtle regulating mechanisms in development, and corresponding brain circuitry, 
particularly through the role of operational memory, whatever that turns out to be. 
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The origin and diffusion of variations 
 
This paper presents a further step toward incorporating methods of evolutionary genetics into the study of 
language acquisition and change. We explore how, as a result of learning, syntactic variations may 
originate from and spread within a specific set of lexical items, and these variations then cause further 
changes in the global properties of the grammar. We show that the mathematical models of genetic drift 
can be used to capture the stochastic aspects of linguistic transmission, with implications in the study of 
linguistic typology as well.  
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